WREARILEL®

wcjd@wijgnet.com

49

UL A ML AYRS 20105E6528H; 18(18): 1885-1889
ISSN 1009-3079 CN 14-1260/R

& AT % CLINICAL RESEARCH

RhoCEEMRNALEREEHEFHRIEREEZE N

RS, TR, 5k &, FRE BLR, BFEL

¢

XEE, XFE =RE a%8, BEE, ANMKEH—

B ERRBA T AR REE R T T s AN ﬂ?

450052

BE AN KT S — B E R EA T B AN T 450052

XS, mE T, HEEIN, FEMEIBRIEAR.

zTrivéx R A HARFA 13 TA2 R AT R B, No. 2007

KYCX005

AR E T ARHFHRELTHIRIAR, No. 2010A

310020

TEE T IWRMBKEIES, UGESHREELRAT, 1R

WEHXEE. TRENSRBIRIETWN; HRMBINITIAL

MﬁIE\EB%t:%}E ; BB DTS ELS TGN, X
rEEBt/L_;\ mﬁE

@-;mz KES, BIZUR, 450052, STEIRFBINA, KBINKZSE—

Mﬂ‘%@ﬁ%ﬁﬁlﬁ@ﬂ. zhanglei68616@yahoo.com.cn

E315: 0371-66658175 {&£H: 0371-66658175

WABEHE: 2010-03-05 1BOBHA: 2010-05-05

BZHH: 2010-05-18 FEZHhREER: 2010-06-28

Significance of RhoC mRNA
expression in esophageal
squamous cell carcinoma

Zhi-Hua Zhao, Yu-Qiong Liu, Lei Zhang, Sheng-Lei Li,
Dong-Ling Gao, Kui-Sheng Chen

Zhi-Hua Zhao, Yu-Qiong Liu, Sheng-Lei Li, Dong-Ling
Gao, Kui-Sheng Chen, Department of Pathology, the First
Affiliated Hospital of Zhengzhou University, Zhengzhou
450052, Henan Province, China

Lei Zhang, Department of Oncology, the First Affiliated
Hospital of Zhengzhou University, Zhengzhou 450052,
Henan Province, China

Supported by: the Henan Provincial Innovative Research
Foundation for Talents in Colleges and Universities, No.
2007KYCXO005; and the Natural Science Foundation of
Henan Educational Committee, No. 2010A310020
Correspondence to: Associate Professor Lei Zhang,
Department of Oncology, the First Affiliated Hospital of
Zhengzhou University, Zhengzhou 450052, Henan Prov-
ince, China. zhanglei68616@yahoo.com.cn

Received: 2010-03-05 Revised: 2010-05-05

Accepted: 2010-05-18 Published online: 2010-06-28

Abstract

AIM: To investigate the expression of RhoC
mRNA in esophageal squamous cell carcinoma
(ESCC) and to explore its correlation with the
development and progression of ESCC.

METHODS: Semi-quantitative RT-PCR was
used to detect the relative expression levels of
RhoC mRNA in 62 ESCC specimens, 31 tumor-
adjacent atypical hyperplastic epithelial speci-
mens and 62 normal esophageal epithelial speci-
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mens. The distribution of RhoC transcripts in
ESCC was determined by in situ hybridization.

RESULTS: The mRNA expression of RhoC was
closely correlated with tumor grade, infiltration
and lymph node metastasis in ESCC (all P <
0.05). The expression intensity of RhoC mRNA
in carcinoma, adjacent atypical hyperplasia epi-
thelium and normal esophageal epithelium were
0.902 + 0.119, 0. 731 = 0.065 and 0.653 * 0.069,
respectively, with a significant difference among
the three groups (P < 0.01). In situ hybridization
analysis demonstrated that RhoC transcripts
were detected in the cytoplasm of cells. The
positive rates of RhoC mRNA expression in
carcinoma, tumor-adjacent atypical hyperplasia
epithelium and normal esophageal epithelium
were 80.6% (50/62), 32.3% (10/31) and 21.0%
(13/62), respectively, with a significant differ-
ence among the three groups (P < 0.01). RT-PCR
results were consistent with those obtained by in
situ hybridization.

CONCLUSION: The mRNA expression of RhoC
in ESCC increases significantly and is closely
correlated with tumor biological behavior, which
suggests that RhoC overexpression is closed as-
sociated with the pathogenesis of ESCC. RhoC
may be a new auxiliary parameter for early di-
agnosis and prognostic prediction for ESCC.
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