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Abstract

The development and progression of esophageal
carcinoma involve the changes in many onco-
genes. In this article, we summarize the roles of
some oncogenes, such as TMEM16A, CTHRC1
and integrin a6 subunit, in the development of
esophageal carcinoma. Elucidation of the roles
of esophageal carcinoma-related oncogenes will
be helpful in terms of early diagnosis, evaluation
of prognosis and molecular diagnosis of esopha-
geal carcinoma.
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