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Abstract

AIM: To investigate p14ARF (alternative reading
frame) methylation and expression in colorectal
cancer and to analyze their relationship with the
biological behavior of colorectal cancer.

METHODS: The methylation-specific poly-
merase chain reaction (MSP) method was used
to detect p14ARF gene methylation in 30 colorec-
tal cancer specimens, 30 colorectal adenoma
specimens, and 30 normal mucosa specimens.
The expression of p14ARF mRNA and protein
in these specimens was detected by semi-quan-
titative reverse transcription-polymerase chain
reaction (RT-PCR) and immunohistochemistry,
respectively.

RESULTS: The expression level of p14ARF
mRNA in colorectal cancer was not only lower
than that in colorectal adenoma (0.283 + 0.011
vs 0.721 £ 0.023, P < 0.05) but also significantly
lower than that in normal mucosa tissue (0.283
1 0.011 vs 0.958 * 0.015, P < 0.01). Similar re-
sults were also obtained for the positive rate of

p14ARF protein expression (20.0% vs 56.7%, P <
0.05; and 20.0% vs 76.7%, P < 0.01). The methyla-
tion rates of the p14ARF gene were 46.6%, 20.0%
and 0.0% in colorectal cancer, colorectal adeno-
ma and normal mucosa tissue, respectively, with
significant differences among the three groups.
The methylation of p14ARF is correlated with
cancer differentiation and lymph node metasta-
sis (both P < 0.05).

CONCLUSION: The methylation of p14ARF
may be involved in the evolution of colorectal
cancer and may be an early event in the carcino-
genesis of colorectal cancer. Therefore, p14ARF
methylation may be used as a marker for early
diagnosis of colorectal cancer.
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