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Abstract

AIM: To explore the association of IL28B single
nucleotide polymorphism (SNP) and hepatitis
C virus (HCV) genotypes with response to pe-
gylated interferon-o and ribavirin therapy in
patients with chronic hepatitis C.

METHODS: Blood samples from patients who
were sustained virological responders (SVR) or
non-responders (NR) after pegylated interferon-o
and ribavirin therapy for chronic hepatitis C,
were collected and used for genotyping of HCV
and IL28B SNP rs12979860.

RESULTS: Of 30 patients with sustained viro-
logical response, 3 were infected with HCV-1b,
27 with non-HCV-1b; 29 had a C/C genotype

of 1512979860, 1 had a T/C genotype. Of 30 pa-
tients with non-response, 12 were infected with
HCV-1b, 18 with non-HCV-1b; 20 had a C/C
genotype of 1512979860, 10 had a T/C genotype.
Patients who were infected with non-HCV-1b
had better SVR rate than those with HCV 1b
infection. Patients who had a C/C genotype of
rs12979860 had better SVR rate than those with a
T/ C genotype.

CONCLUSION: IL28B SNP and HCV genotypes
could be predictive of response to antiviral ther-
apy in patients with chronic hepatitis C.
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ANTA] A BRY T 48 97 5 (hepatitis C virus, HCV)J&[A
T (1 Pk S e 3 R B RS BRI B, LA R 2
YR AR O N3 1R 1 E AR Rl &, S HCV
RO P ANATT A IOC R, RN, 2
TAPETHC VIR 5 (0 1 B RI4 78 ) S e Bl 3 485 21 4
THLE IR AU /1 2228B(interleukin 28B,
IL28B)AH K [ B A% 11 2 A5 P (single nucleotide
polymorphism, SNP)EEK AU, 748 wkFHii
REIRYT T AT RF S0 7527 W % (sustained vi-
rologic response, SVR) A GEVEIEFAL™; 4
I, 22 F AR TL28BAH 2% [ SN PIE K U FR Ay
LA R LR A 1 3 R AL (ot - Frrs129798605K
Ui, C/CHPRY I, T/CEET/T A AECRY 3L A
). 20104F LAk, AT BB HE X 2R & — R4
AR E BRI S, JRIFSVRHAIENRTI60
A7 PR 2R T 98 B P ML B ot R AT 9 2 5 BRI AN
155 EIL28BAH ¢ [K)rs 12979860 1 SNPIL K L A6 i,
Sy HTHC VA PR R RN B 4 TL28 BJE IR AR S ) T4t
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ST BY R SR U FE VR TT 290 A0 TR ) PF
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T RS, PO REYR YT WU R AR #R DK ML, 43 B9 1ML
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mZREE | 1 151297986089SNPEEREATNATS IMFIRE
HCV-1b7% 5% s
FHG TR
SVR#) JUFAK F 2 |MIFERET E35'-3" =¥ (bp)
JEHCV-1b#A 8% -
E%. 1512979860 PCR3|#) Primer Fw GCGCTTATCGCATACGGCTAG 248
AC/CAM A Primer Re GCAGGCTCAGGGTCAATCACAG
:@V*; ;ﬁ ’:Z"j‘j SHERETRHI rs12979860_modify P-CGCCTTCGGGGAGCTCCCTGGTTCATTTTTTTITTTTTITTITT-FAM

n g2 33 )%

T/CAE & 4 & rs12979860_C TTTTTTTTTTTTTTTTTTCGGAGTGCAATTCAACCCTGGTTCG 86
% BHCV & 7 rs12979860_T TTTTTTTTTTTTTTTTTTTTCGGAGTGCAATTCAACCCTGGTTCA 88

FHAEARLE® £
rs12979860 3% B
A AR £ A, T
YA mRAT KB
F T A& KA H)
[T E SN E e
TR 6 F %
F54F.

xR 2 HCOVERTRFEZIL28BHISNPEEE SR EATISATS 73 n(%)

e HCVE R EY TBESNPERR HCVER T 2UABEEIL28BEREY
© HCV-Tb JEHCV-1b C/CHY T/CEY JEHCV-1b+C/CEY  HCV-1b+T/CHY
RVR 3(20) 27(60) 30(61.2) 0(0.0) 27(81.8) 0(0.0)

SVR 3(20) 27(60) 29(59.2) 1(9.0) 27(81.8) 0(0.0)

NR 12(80) 18(40) 20(40.8) 10(91.0) 6(18.2) 5(100.0)
= 15 45 49 11 33 5

Frs129798601 U I F1 C/CHFIC/ TR i Jik PRI 2L,
HohC/CRUNAT 4951, C/TINA 115, ZERESVR
(1130451 R BT 58 8 1, SNP 1512979860 A Y
R C/CRL(GRIPERE R ) (14729451, SNPAT/CHY
CIEfRYPERE D A 1491, NRIF3OAL A BLAT K
B, SNP 15129798603 K 7k C/CHL 1145 20
14, SNP Ry AELRA P 3 BRI Y (T/C R A 10851, 3R
15 LIP3 7 2 N 1) R A R P E SN PRE [A]
RIHENT &, AR PESNPEER B LA 2 907 o 315
SVRIJLH & TR R PR 5 47 3, A SNP
SER R R E ARG S VR R 2 0] (1) 22 e 5 W & 1k
(P<0.05, %2).

3 111E
h TR B R R F 2 T PR BRATT,
1M T SE 7R Z 29 AN BN, FE3R 9T ik
AT PO EE 2N T A A

T X R £ T R B R
FMRIEIT TG RAFS VRIFJFINR N BYJIF 5 838 1)
MLBAE A, HEATHC VIR 8 3L U RITL28BAH X 1K)
rs12979860 ] SNPAE K ALK M. 50K I, HCV-
IR S R R AW B R RN =R &
SVRIJLFAL T AEHC V-1b 5 Bk ge ¥ 5 3k 43
LI 5 2 W2 I R R C/CRL (R B SN P
HE IR B HEA1T 4 rs129798603k PR AL Ay {4 4 v Ik
IR B, VR IT SR SRS S VRV L% & T T/CHE
DA (DR AP P BE R B I TR B R 8 2 HC VI
R R Frs12979860K: K M 7E 3R 1FSVR

RN ZE A Gk 3 S PR R,
W B AEHC V- 1025 253 JE e [ B S48 17
rs12979860 R4 LRI Y, HARFS VRIT =ik
81.8%, 1M1y i JEHCV-1b75 5 23 B Yo [r] i S 4517
ORI P A, %A SRAFSVR.

ARV TT B P BT R BB IR T R
J& 75 1), FFHCV 98 25 558 8 5 15 F:1rs 12979860
LD BURT MAH 45 &, AR A BB 28 B T
FOR LA MR YA T 9T AT K I R AR, A
U S A R S R AL A (T H C V-1 e
L WERBA U IR ZR P 5, nl % R AT KR
TR oA R A AR VR T I, Bl
HEIR TP AR R BURTEIRIT, DAL
BRSSP THC VIR 2 299 L1 5 B A TR
W N T P 2 A, N R HE R
HEATRTIERS R, X T IL28 BRI I Jk A #5785 1 Al
HC V-1b/E 4% (17 B 28 B 28 W el ARAE R T o2
T ARAF PR, 1R B AH WY (4 5 ) ¥R L. 1K
PR YR YT SRS A8 B3 B T2 R V5 |
LRI R AN LB R 7 I SRS B
e
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