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Abstract

AIM: To detect the expression of miR-183 in
primary esophageal squamous cell carcinoma
(ESCC) and to analyze its correlation with clini-
copathological features of ESCC.

METHODS: The expression of miR-183 in 53
ESCC samples and matched tumor-adjacent tis-
sue samples was detected by real-time PCR. PCR
data were analyzed using the 2*“" method.

RESULTS: Of the 53 ESCC samples analyzed,
microRNA-183 was significantly up-regulated
(2-6411 folds) in 22 samples compared to the
matched tissue samples. Up-regulation of
mir-183 expression was correlated with lymph

node metastasis and poor prognosis in ESCC
(both P < 0.05).

CONCLUSION: Up-regulation of mir-183 ex-
pression was significantly correlated with the
development and progression of ESCC.
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squamous cell carcinoma, ESCC)48 2% % mir-183
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Fik: BAEHRT-PCRF FA2 T 54 ik
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Wi R SARF & PrimeScript® miRNA ¢cDNA
Synthesis Kit(D350A)FIreal time RT-PCRIA | %x
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AR MImir-183H KIE(AACT<-1), 841(15.1%)
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