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Abstract

Genome-wide association analysis is a new strat-
egy for discovering genetic characteristics affect-
ing the development of complex diseases, which
uses human genome single nucleotide polymor-
phisms (SNPs) as markers. Using high-through-
put techniques, genome-wide association analysis
permits to genotype whole-genome SNPs and to
explore their association with complex disease
at one time. Over the past 5 years, genome-wide
association studies have been proven to be a
powerful approach for screening the susceptibil-
ity genes for complex disease. In recent years, a
series of important achievements have been made
in genome-wide association analysis of human
cancers, especially digestive tract cancers. In this
paper we will review the progress in genome-
wide association study of digestive tract cancers.
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