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Abstract

AIM: To analyze differentially expressed pro-
teins between human normal esophageal epithe-
lial cells (NEEC) and esophageal squamous cell
carcinoma (ESCC) cells.

METHODS: NEEC and ESCC cells were cut by
laser capture microdissection (LCM), and total

proteins of the cells were separated by two-
dimensional gel electrophoresis (2-DE). 2-DE im-
ages were analyzed using Imagemaster 2D soft-
ware. Differential proteins between NEEC and
ESCC cells were identified by matrix-assisted
laser desorption ionization time-of-flight mass
spectrometry (MALDI-TOF-MS).

RESULTS: A total of 43 protein spots were
discovered and there were 17 differentially ex-
pressed proteins between NECC and ESCC. Of
them, 15 (such as Trangelin2, HSP27, S100A11
and GSTP) were up-regulated and two (such as
SCCA1) down-regulated in ESCC.

CONCLUSION: The differentially expressed
proteins identified in this study may play a role
in the carcinogenesis and development of ESCC
and represent potential molecular biomarkers
for ESCC.

Key Words: Esophageal squamous cell carcinoma;
Proteomics; Differential proteins; Two-dimensional
gel electrophoresis; Matrix-assisted laser desorption
ionization time-of-flight mass spectrometry
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