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Abstract

It is well known that genetic diversity of individ-
ual hosts plays a significant role in the treatment
of patients with chronic hepatitis C. From Au-
gust 2009 to January 2010, four independent ge-
nome-wide association studies (GWAS) around
the world have demonstrated that interleukin-
28B (IL28B) gene polymorphisms are associated
with antiviral treatment response to pegylated
interferon and ribavirin combination therapy
(PEG-IFN/RBV). Two single nucleotide poly-
morphisms (SNPs), rs8099917 and rs12979860,
in the IL28B gene are most strongly associated
with sustained virological response (SVR). This
review aims to describe the association of IL28B
genotypes with treatment response, natural

www. wjgnet.com

clearance of HCV, molecular epidemiology of
HCYV infection and some drug side effects. Cur-
rent observations give us a hint that the era of
personalized therapy based on IL28B genotypes
may come in the near future.
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