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Abstract

Body fluid proteomic analysis is a new technol-
ogy and strategy for disease diagnosis and treat-
ment. Blood is the most commonly used speci-
men in body fluid proteomics, but as a systemic
fluid, it has limitations because of complex com-
position and low abundance of disease-related
proteins. In contrast, local body fluids are closest
to the lesions, contain more pathological infor-
mation, and therefore are more valuable in clini-
cal proteomics. In the digestive system, there are
a variety of body fluids which are considered
potential reservoirs of biomarkers for their qual-
ity and quantity of proteins will alter during
lesions occurring in corresponding organs. In
recent years, more and more clinical proteomic
analyses of saliva, gastric juice, bile and pan-
creatic juice has been reported and the proteins
related to digestive cancers have been found,
and some proteins show application potentials
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in cancer diagnosis. However, the proteomic
analyses of digestive juices are facing technical
challenges in terms of the reproducibility of re-
sults and standardization of specimen handling.
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