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Abstract

The occurrence and development of colorectal
cancer (CRC) are a multifactorial, multi-step
evolutionary process. Gene polymorphisms are
often involved in tumor development and prog-
nosis. Recent studies have found that certain
microRNA (miRNA) single nucleotide polymor-
phisms were associated with genetic susceptibil-
ity to and prognosis of CRC. Understanding the
relationship between miRNA single nucleotide
polymorphisms and CRC can provide new clues
to the detection, prevention, and prognostic
evaluation of CRC.
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3.1 5 X IEARE A miRNAZ YA R A B L4
F L% AM Z5miRNAEY S & AW
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Exportin/Ran-GTP. Dicerlf L X argonaut 4K
G RRISCHE G, X Btz (g I R [FISNP 1]
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PERERASTREH T8 SRR RIT.
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PPAr % RIS AT I R N B P CRC A&

HEFHRAR,
miRNA#8 % SNP
P2 X % (CRC)
BN e E 2k
FRAE, LAY
BTG 3,
L 5CRCZ
12 B A7 48 X A R
AL T A A BB,
R Ak fe A A
F AU R R4
R, FEEN

AR,



2922 ISSN 1009-3079 (print) ISSN 2219-2859 (online) tHFREAEZYE 20128108288 552045 53047
W8 £ BE

miR-219-1 B T/
C % A&(rs213210)
F2miR-608 3 K C/
G % A(1s4919510)
W HAE— K AR
T4 CRCE # 7
=R K 2 5142,
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ZEHER) SNP ID R TIREABEMIRNA =P S ANBE
mMIRNAZ SRR
RPA2 rs7356 A/G miR-3149, miR-1188 SEEEM FBT
GTF2H1 rs4596 G/C miR-518a-5p st T
MBL2 rs10082466 c/T miR-27a BN EE"
KIAA0182 rs709805 G/A miR-324-3p sVl B
NUP210 rs354476 T/C miR-125a, miR—125b SR BT
CDS6 rs17281995 G/C miR-337,miR-582, miR— SBJEXK !
200a*,miR-184, miR-212
INSR rs1051690 G/A miR-612, miR-618 SLBRX rR
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KRAS-LCS6  rs61764370 T/G let—7 il EIN
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miR-423 rs6505162 C/IA miR-423 =] hE"™
miR-608 rs4919510 C/G miR-608 S hE"™
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XA miRNA ) 22 8P SR Bl ] B H T Tl 4
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(1 00 T3 B AT 5 ) B A m i RN AR K TA 7K
T E PR PLEX T &5 %7408 NCRC
FEA 104 C AN AL T pre-miRN A SNPiE
750, RIE A ai & A, pre-miR-
423(rs6505162) Fllpre-miR-608(rs4919510) ) 58 2%
AR PUE NFECRCE A A7 W (overall survival,
OSYFITEH &k “E47 M(recurrence-free survival,
RFS)AHIK, AR B 52 R /A0 1 KR 38 6 2 15
TH AR MAERSZ T ICRCEE T, X
FRAHDCE S o W3, H—@ @ X, (HE %

JFAmiRN A SN P, g7 (10 il 8 2 Je v
R e U 25 DIAH G BEAE IFFUR W], miRNA-
19622 5L K C/TZ A (rs11614913) 55 2 Rl g
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225 W C AR AL DR A2 i XU TR 7, AH OGS NP
555 R A 45 5 C R Cigg &) gk 48
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3.3 5 XA £ miRNAZ A45 6 09 45 52
% &M HmiRNAZEY G A KISNPAImIRNA
R T HISNPHIEL, miRNAZ A7 S SNPH N
Fw 2, KT G R BAmMIRNA 5 AL
DRI 545 B, Bl A2 T IRmiRN AL 547 i, 40761
FEIR R, 4k o 40 iy B B EKE. (T
AHICSNPA 52 e I R ST % 43 1 338, T
miRNAZKF I AR AR, R — %08 T H
TR SemiRN AL TG 7 e 1M 2 TR P R R
BUR ARG

iz LR 7 M B3l (Pic Tar, DianaMicroT,
miRBase, miRanda, TargetScanflimicrolnspec-
tor), LandiZ:™ %} 10444 9 3'-U T R Jii
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miRNAZ; &AL ISNP, H1cd86(rs17281995)F1
insr(rs1051690) K K 548 e AU ECRC
RAGERG. F—L o Hr K, CD86RI X} 54
AFEFImiRN AL G 07 mi = AR5 G—~CRA
fif, miR-337. miR-582F1miR-200a* 5 H:3'-UTR
N7 W BRA, MmiR-184F1miR-212 )35
JI0EA, X IR AR GF OB T miRNA S 48
mRNAZ [A] [ 22 0 — P s o

let-7/& CRC AR A= K e B R 77, HonT il
ok 00 ) 0 A i S 0RO A e e LR
VEHI¥, 1et-7THEFEKRAS 3'-UTRAEAE — % 2547
FIKRAS-LCS6(rs61764370), iX—SNPIf A4t
F AT CRCI A, (HALRES | EEKRASHIE R
ik, ¥iikras-Ies6 ) CRC 34 A= A7 i) ) B B 3,
AR R B CRC B & IR AR 1B 7 U R
AR 25 ),

4 g

miRNATECRCI R AR J& M TG 697 k45
TAEH, A FHLERIE A 248, 1 22 3 8 20 3 it
2 S5 7593 07 1T AT A L 7 L. Bl
YRR R %, miRNAAFESNP ) & BLE— 25 4
FMEE TmiRNAS 5 CRCIW 7 1A Al
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