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Abstract

AIM: To assess the clinical significance of expres-
sion of miR-106a in colorectal cancer (CRC), and
to investigate the effect of miR-106a overexpres-
sion on CRC cell invasion.

METHODS: Total RNA was extracted from 52
surgical CRC specimens and matched tumor-
adjacent tissue specimens. MiR-106a expression
was detected by real-time PCR, and its clinical
significance was analyzed. Cell invasion assay
was used to study the effect of miR-106a overex-
pression on CRC cell invasion.

RESULTS: The mean level of miR-106a in CRC

tissues, as revealed by the 2°*““ method, was 2.50
(0.017-14.269), which was significant higher than
that in tumor-adjacent tissues (Z = -3.597, P < 0.01).
The expression of miR-106a was correlated with
TNM stag (t = 2.813, P = 0.003) and lymph node
metastasis (Z = -2.635, P = 0.008). Overexpression
of miR-106a induced cell invasion (P = 0.000).

CONCLUSION: Up-regulation of miR-106a may
play a role in tumorigenesis and metastasis of
colorectal cancer.
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