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Abstract

AIM: To investigate the relationship between a
single nucleotide polymorphism (SNP) of the
TGF-B1 gene (rs1800469) and HBV infection and
familial clustering of hepatocellular carcinoma
in Guangxi, China.

METHODS: Blood samples collected from 114
family members (FHCC) whose families have had
two or even more hepatocellular carcinoma pa-
tients and 114 healthy controls (FNC) who come

from the families without any cancer. SNP ge-
notyping was performed in these subjects using
DNA sequencing and polymerase chain reaction-
restriction fragment length polymorphism.

RESULTS: There were no statistical differences
between the FHCC group and FNC group in the
frequencies of the alleles (T, C) and genotypes
(CC, TC, TT) at the rs1800469 locus, and in the
distribution of the alleles (T, C) and frequencies
of genotypes (TC, TT) between subjects who
were infected by chronic hepatitis B (HBsAg
positive) and those who were not infected (HB-
sAg negative) (all P > 0.05). However, there was
a statistical difference in the frequency of geno-
type CC between the HBsAg-positive and -nega-
tive groups (P < 0.05).

CONCLUSION: The alleles (T, C) and genotypes
(CC, TC, TT) at the rs1800469 locus in the TGF-p1
gene are not associated with familial clustering of
hepatocellular carcinoma in families in Guangxi
Province. The genotype CC at the rs1800469 locus
might increase the risk for HBV infection.
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JHF 58 3 ¥ b & W03 g DI, ER A oK R I LA
PN, Tkt g, Jesht, w4oxt, I m AR
R G LT AR 27 8% £17.5%, oS
R DALY RS 25,34 +19%.
12 7%
1.2.1 A B ZADNAR R B R & W45 U2 K4
S ERBK L2 mL'E TEDTAPUALE H, 1]
promega® MDNASZIBCR G, F4 R3] 42
DNA. £:NanoDrop2000( [ Thermo) A1 H ik Aol
P2 EC DN A, KEEAEA 160/A 5 [H1E1.6-1.82
] R, THAEDN AR 30-50 mg/L, EFEH
VKA VEI, oA DNARE S, fRAF T
20 CHfH.
1.2.2 TGF-B1rs18004694& B 434 i [¥#fInvitro-
genA H WG MG LR P HIF: 5'CCAC-
CAAAGCGGG-TGATCCAGATG3', R:
5'ACACCCCGGACACCCAGTGAT3". {fi[]
25 uL PCRAARIATY HY, HH112.5 uL premix
Taqfit(TaKaRa’s & 2E7%), 10 pmol/L I R34
%0.5 pL, 2 pL DNARR, 9.5 uLE2IK. 3154
PEWIR: 94 °C 5 minJ&, 94 'C 45 s; 1k61.5 °C
35 s, 72 °C 1 min, JE35AMEIR; eJF72 C 4B
10 min. PCR™ ¥ FH2% B I bl &t Ik, 761 X TAE#
H115 V/emAs L s HEL VK40 min, 7EBER 84S 2 G0
B, R IPCRIIHEN T — 25 ] .
1.2.3 PCR= 4 FR ) b2 Bl d: Hrs1800469 R i1
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YUlA R, B 137 CHEE/KBFI12 h. FH2.5%3
REREEENS, fE1 X TABHH 15 V/emAz L & HL ik
50 min, LG RGEEL.
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ZNVIMEco81 T V)5 HA — M4k A 2 A
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238 bp), 2R 47 1 HCC(279 bp, 238 bp). PCR
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B1rs1800469 4 K
2 AN, HFR
HBV & % #= A J&
P 3 E PP
A, SR ZH A
R EW & KRB
H&E#—FEA
HER.

P EUER
C(%) T(%)

TOREZ I 81(53.3) 147(48.4)
Hes ARk 71(46.1) 157(51.6)
rE 0.987
PE 0.321

CC(PBIE%) TC(BRIE%) TT(FEE%)
ToBRZRIE N = 114) 18(15.8) 45(39.5) 51(44.7)
BN = 114) 11(9.6) 49(43) 54(47.4)
VB 1.66 0.239 0.081
PE 0.198 0.625 0.777
OR(95%Cl) 1.733(0.745-4.031)  0.869(0.496-1.525)  0.923(0.529-1.609)

0.05, T 8113k 4 4 SPSS13.0 for windows.

2 45

2.1 TGF-Blrs1800469 4 B % &1 5 AT AR
% £ A TGF-Blrs1800469% {7 Jk K CE T ¥ 1=
R AR F DA A R R G o R 1 D3 A 43 il ok
46.1%H153.3%, LRI T A 51.6%F148.4%, 241
) 2 R ICGTHF 220 = 0.987, P = 0.321); 3£ A
BICC TC. TTALEPLLN I 5 A S e e S vt
2IES (= 1.66, P = 0.198, OR = 1.733, 95%CI
0.745-4.031; y* = 0.239, P = 0.625, OR = 0.869,
95%CI 0.496-1.525; 5 = 0.081, P = 0.777, OR =
0.923, 95%CI 0.529-1.609)(#1, 2).

2.2 TGF-B1rs1800469 % A % &M E5HBV & #
89k % FZHBsAgBH R34, 43 X TGE-
B1lrs1800469 7% 50 i D] i 2 1k [R 704 A 42 41
22 1) R AR o3 A HEAT LA, 241 TR) 24 S5 v 3
(T, O)YEZ i 20 (y" = 0.918, P = 0.338);
SERMITC, TTE2UL M 53 A i 2 e (y” =
2.835,P=0.093, OR = 1.631, 95%CI 0.920-2.892;
x°=0.02, P = 0.887, OR = 0.961, 95%CI
0.551-1.675), 11y & K 5 C CHE2 41 18] ()45 5 43 A
Aot ER, U5 OB E R (" =
3.922, P =0.048, OR = 0.444, 95%CI 0.196-1.006,
%3, 4).

3 11ie
TGF-BIERILL T et 44199131, 74405 T
RN & ALk, HArs1800469 kIR % 74

PO T e S 4 1 ATS09 bp, A6 T-731 bpA
-453 bpla](HCHR L FFR K-509C/T), X 4%
HITGF-BLAE R K 5% K, BESZIA T GF-B12E A
fR2eik. TGF-B LI ¥ 75 bk gl M g 58 . 24k
GG LA HIN K A s 5 e 50 55 8 10 R A
G2 MEIAE FH, O6F R LA S g N IR B RS R
HREEEAY, FREREO R, mACE I TGE-B1#E
PRI (1 G g2 B PR, AR 2% 220) 41k
o3 i BRI A0 I I RS S N, 5 B B
iR 1 R AR T e A I R v R X, i 2kt
HLA-DRBI15547 5L DA 5 JFF 4 ¢ R AT ) 25
W45 R I, HLA-DRBI1*14 0] g 42 J57 & 1 T
T () 5 L N, HLA-DRB1*150] g 5 J5 & YR AT
JE R AT B XA, TGE-BIERE NS
G B LR, (B IL S HB VIS J e 5 ik
SRVESC R AT B AT ANTE AL
TS s 18004692 251k ] B8 55 T
9 by AR OC. Qi WF U R ILTGF-B 1rs1800469
SE AN DR R 5 TR R A3 A L BT 98 i o S
L 1E R R TR o A 22 e devh 2 . R
U A R e R 3R (M AR L IR
) J A BT B L I A G I T GF -
B1rs1800469 %% {i ik Ps] 1 Kk Pi] B 45 %< 2 ] 7 St
TCGEvE 2 3 S AU R IO X 7 VR B AT
X5, WAHHBVAE AR A #7456, Fiito)
UIECE Y U NSV & 9 I WEE 930 AN |
][RI T GF-B1rs1800469%: {7 KK C. THIKE A A
CC. TC. TTHIFAR I W& EZE R, R
TGF-B1rs1800469%55 A7 KL KC. THIFEKALCC,
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i ZUERA
= Cl%) T(%)
HBsAgPRRIE 105(32.0) 223(68.0)
HBsAgBI4 47(36.7) 81(63.3)
VB 0.918
PlE 0.338

CC(PRME%) TC(PRE%) TT(REE%)
HBsAglRI(n = 164) 16(9.8) 73(44.5) 75(45.7)
HBsAgFBIt (7 = 64) 13(20.3) 21(32.8) 30(46.9)
VB 3.922 2.825 0.02
PlE 0.048 0.093 0.887

OR(95%Cl) 0.444(0.196-1.006)

1.631(0.920-2.892)

0.961(0.5651-1.675)

TC. TTH SR A R A o WA G
AT 5T 25 S5 FLA AR 2 10 5 A RAH IR 1) o] i
JRBRLE : (D) ASHIFFURT G s i R SR, A
v A R A T3 TR LE N, T At 2% 5 1 48 1)
O 5 0 g B, IRURRF ST 4 T e 45 22
Sill; )AL R AR 2 HORAENLHRIE AR, W]
AE 5 H AR A X, RE AR 250 R
TGF-B1rs1800469-55 2 s (1) fis B AH G, H &
HEFHE ARG RAA 2, H 45 R A A [H,
DA 200 5 IO 0 A g9t 4518, Qizel!
R IT S5 e DRI I 8 56 B AL v, i A R
A TR TC 22 5, 25 B N TR v 6 5 PR] PR 457 ik A
IYAT AT ReA7AE IS 2 S, B TR 2 (8] AT B A7 A
AT, GBI ITLE R BRI R
H5l7-509T I 4l & T AMMEI MK TGF-B LK
AT -509C AL FAMAII2AE, [FI 2 A5t
FWI-509T(HE I il 2% TGF-B 1K) 1My 5 9599 (1) )™
LR WAL RO, AT T IE B 2
s 180046910 A B A hy M W e (C) I il 1B 5 1 &5
EiE LR A 1 (activator protein 1, AP1), AP1 Fiff
FL At I PR () SR iiE Pk, e 2 P BUMLSKART GF-B1
KV AH QIR ILAE LT G P4l LT
TR I A R O i 21 55 1 % ) ) 3 3 [A]
MAoMmERASU %R X, HTEMEREIE
W WA R R Heal y 25006 500 J5 3 X 19
ASSNPAZ S HEAT 204 K IH-800G>A (rs1800468),
-1571A>G(rs480345), -1550DEL/AGG(rs11466313)
F1-509C>T(rs1800469)#l fit T-Hu % 3 K1 151
Thfe Tk R 3Rk, (AN R I A5 417 -5 09 T 5437
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HE DRI B AR e 9 59 3 30 IR PE AT R (IG R IA
IV AW TURIT TN R 42 HB s A g B4 AT 4k
SYAL, Sy BIXITGE-B1 rs1800469 445 3 K AT %
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SE IR PTYL A AT FED(T, ©) FEIFITC, TTAE W
IR AT Ge 27 2200 (P>0.05), T FERIALCC
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K. HATAH I 2 &0 8 3 7 id H AL
FIK B RE WAL G R 58 A B, 215 b 2 M0
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J2 7 DRI 356 DR 20 0 A1 A7 A1 b 35 222 S 1T HH IR S 560 &4
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