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Abstract

AIM: To explore the association between two
non-synonymous single nucleotide polymor-
phisms (C677T and G1793A) of the methylene-
tetrahydrofolate reductase (MTHFR) gene and
risk of gastric cancer.

METHODS: Ninety patients with advanced
gastric cancer and 114 normal controls were
included in the study. DNA samples isolated
from peripheral blood which were used to geno-
type C677T and G1793A polymorphisms by
polymerase chain reaction-restriction fragment
length polymorphism (PCR-RFLP).

RESULTS: No significant differences in allele

frequencies and genotype frequencies were
found between the patients and controls, sug-
gesting that there might be no association be-
tween the two MTHFR gene polymorphisms
and risk of gastric cancer.

CONCLUSION: It is necessary to classify gastric
cancer according to causes of disease to inves-
tigate the association between MTHFR gene
polymorphisms and risk of this disease since
MTHER gene polymorphisms may be associated
with only some subtypes.
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1.2.1 MTHFR& B A 547 C677TZ A7 1i: PCR
VAR ZR (20 puL): BiiDNA 50 ng. 4 XdNTP
2.5 mmol. PCR5|#J#-5 umol. rTaq 0.5 U; PCR
SN AAE: 95 CTAEYES min, 94 °C 30 s, 64 C
20's, 72 °C 20 s, 2L30MEH, 72 ‘CAEH10 min; H
VKIIPCRY 14 7 4): BXPCR™ 45 uL, Al puL bk
PP, AE1%BE R REL R 1200 VIE K K20 min;
Hinf 1 iY): BV R1LS pL: SPCRY =)
7 uL, Hinf' 1 {§2.5 U, 37 C/KHBRLR; B iRpEE
B P A WU ) ) X D) 48 wL, N2 pL
INFEGE M, 7E3%BRNERR e 200 VIE & HLiK
40 min.

1.2.2 MTHFREA R R 547 G1793AZ &AL A
PCR WAKF (20 pL): Btk DNA 50 ng. 4 X ANTP
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MTHFR C677TALR3 % IZSFEEEM B IRITMER. M:
Marker(DL2000); 1, 2, 5, 7: 677CT(198 bp, 175 bp and 23 bp);
3, 4, 8: 677TT(175 bp and 23 bp); 6: 677CC(198 bp).
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77 bp 2R B, RAABIAA N 24310 bp 1A
B, G GAF 4310 bpy 233 bpHil77 bp 3F0
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2  MTHFR G1793AM R2%IRASKEEER XA MER. M:
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