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Abstract

AIM: To analyze the association of 10421 gene
510761659 polymorphism with susceptibility to
inflammatory bowel disease (IBD) in a Zhuang
population from Guangxi, China.
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METHODS: A case-control study was conducted
from August 2009 to October 2012, which includ-
ed intestinal tissue samples of 73 Zhuang and 67
Han unrelated IBD patients and 70 Zhuang and
78 Han unrelated healthy volunteers in Guangxi.
Genomic DNA was extracted from intestinal tis-
sue using the phenol-chloroform method. The
510761659 locus of the 10421 gene was amplified
by polymerase chain reaction (PCR), genotyped
by restriction fragment length polymorphism
(RFLP) and verified by gene sequencing.

RESULTS: The homozygous mutant, hetero-
zygous mutant and wild-type genotypes of
the rs10761659 locus were found in both IBD
patients and healthy controls, but the distribu-
tion of genotypes and allele frequencies was not
significantly different among Crohn's disease,
ulcerative colitis and control groups (P > 0.05).
No significant difference was detected in the
104921 gene rs10761659 polymorphism between
Zhuang and Han patients with Crohn's disease
or ulcerative colitis (P > 0.05).

CONCLUSION: The rs10761659 polymorphism
of the 10421 gene is not associated with sus-
ceptibility to IBD in the Zhuang population in
Guangxi.

© 2013 Baishideng Publishing Group Co., Limited. All
rights reserved.
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