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Abstract

Liver fibrosis is a pathological repair process
in response to chronic injury caused by various
etiologies in the liver. Imbalance between the
expression of pro-fibrosis genes and anti-fibrosis
genes play a pivotal role in hepatic fibrosis. The
important path of reversing liver fibrosis is the
early diagnosis and effective treatment. Epigen-
etic modifications have been considered an ini-
tial event in the development of hepatic fibrosis.
Epigenetic regulatory mechanisms in liver fibro-
sis are intricate, including DNA methylation,
histone modification, and microRNAs (miRNAs).
Recently, many researchers have studied the
effect of fibrosis-related gene expression at the
epigenetic level on hepatic stellate cell activa-
tion and myofibroblast differentiation in hepatic
fibrosis. This review discusses the epigenetic
regulation in liver fibrosis, with an aim to pro-
vide new insights into the early non-invasive
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diagnosis, condition assessment and targeted
therapy of this disease.
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mMiR—29a/b?*#¥4% | miR_199a/b®*?”  miR-221“¢
miR—19b"% mMiR—200a/b%*#3*  miR-222%
miR-652%" miR-615-5p""

miR-449a"* miR—106b""

miR—146a""%" miR—181a/b®"?

miR-15b"? miR-506"
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JE, 4 L B 1 B 4L S R - 1 (tissue inhibi-
tor of metalloproteinase-1, TIMP-1). TGFB1JJt
FEDC I, ASHI T 23 BOR MBI 4T 2L A0 B DA
M. FEALCpG 45 & H H2(methyl-CpG-
binding protein 2, MeCP2) - fi#ZASHI 31X,
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1) — A DB 1) 2 s s P e 4 3L R Y 2 A £
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AR E.
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miRNAsE A3 1N U5 4 B /s
RNA, ARG AR R R IE. ok i
Z R WA 4E b S miRNAsZ IAH G, H
W, RIS A R miRNASZI302 4,
Z BB RIE. i, (R4F 4t Al
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3.1 miRNAsEIF L4tk b oy 274K £2
AT R4 oc b, 2k br A P miR-122.
miR-26a. rno-miR-878. miR-29. miR-
19b. miR-652% KA TN, 544k 5 5
A2 MimiR-328. miR-299-5p. miR-34
FW. miR-199% K. miR-200% . miR-
615-5p. miR-106b. miR-181b. miR-571.
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Feik BB, TTmiRNA-449a 1L T R 9.
ZhangZF T HMER 32V 0 IR LT Ak ff fR 4
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(VS A 385 R O 10k R 4 I AT 44 1 4T 4
Ak, AEMFsI At B, miR-146a# ik H
LR MmiR-9. miR-125b. miR-128[11%
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