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Abstract

Genetic susceptibility results from genetic fac-
tors or some genetic defects, and endows the
offspring with some physiological and metabolic
features prone to certain diseases. At present,
gastric cancer susceptibility genes have become
a hot research topic in China, and the identifica-
tion and characterization of gastric cancer sus-
ceptibility genes can help develop methods for
exploring gastric cancer etiology and provide a
scientific basis for the prevention and control of
this malignancy. In this paper, we will review
the current progress in research of gastric cancer
susceptibility genes.
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L T HL XA BEMU C 156847 15 A/G 2 iK1 43
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AN 58 10 R 003 AR B . T B A A 4
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Ly T4 v R R XU (2) = IR S H i
=K IR ¥ 5 i (trefoil factor family, TFF)fk,
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4225, HLA1(HLA-A)FIHLA2(HLA-DR, HLA-
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15378 XCHAMER (ERCC)codon3 1247 £ 5 H#
IR EEN. 2SR i TagMan-PCR 5
ERIAG (T J2 3 L [Fl (xeroderma pigmento-
sum group F, XPF)%E[KIRS744154 2 &M 514
g R A AH O, A0 5 9 55 B B IBH. pyloril®

5 fhERiHEIER
PI3FER & —A T4 FE R QL PiE s, ik
AR AEC e W ST e ps3 LR Arg/Ar gl
R B AR VYA X s v, U R
B E . B Metasr TR A, pS3CD721] fiE
55 W s AL Sy R O, e AR U, 1o HL
A AEIE R — AN YRR S, R X
KIpS3CDT25H. pyloriBEYA7 A48 i 7 5w Y,
NM23 2 55—/ iff DA RI 0l I8 e RS L TR,
T 2 1 O I TR A L 00 R O R M i 1, LR
55 R 5 SR RS T AN R T 5 DA OGP, 4
Sk R IIN M23 55 PR 3Rk 55 1 i kR 1) R R pL AR
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