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Abstract

AIM: To construct a eukaryotic vector express-
ing sushi repeat-containing protein (SRPX2)
[pPcDNA3.1(+)-SRPX2] and investigate its tran-
sient expression in colon cancer cell line SW480.

METHODS: The cDNA sequence of SRPX2
(NM_014467) was amplified from the total RNA
extracted from HCT116 cells using RT-PCR and
inserted into the T-vector pMD19 and eukary-
otic expression vector pcDNA 3.1(+) sequen-
tially. The resulting pcDNA 3.1-SRPX2 plasmid
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was identified by double digestion and DNA
sequencing. The constructed plasmid was then
transfected into colon cancer cell line SW480 us-
ing Lipofectamine 2000. The expression levels
of SRPX2 mRNA and protein were detected by
real-time PCR and Western blot, respectively.

RESULTS: The eukaryotic expression vector
pcDNA 3.1-SRPX2 was constructed successfully
and verified by double digestion and DNA se-
quencing. The constructed vector could express
mature SRPX2 protein correctly in colon cancer
cell line SW480.

CONCLUSION: Successful construction of the
eukaryotic expression vector pcDNA 3.1-SRPX2
provides an experimental basis for further study of
functions of the SRPX2 gene in colorectal cancer.

© 2014 Baishideng Publishing Group Inc. All rights
reserved.
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SR AEAE I WO fE R N 2. AN, WangZE!)
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