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Abstract

DNA methylation is one of the important epi-
genetic mechanisms, playing an important role
in epigenetic gene regulation. Studies have
shown that DNA methylation has an impor-
tant role in the occurrence and development
of esophageal cancer. The levels of gene meth-
ylation in plasma and tissues in patients with
esophageal cancer have a good consistency, so
plasma is a reliable resource for the study of
methylation. The detection of DNA hypermeth-
ylation in plasma has good value for early diag-
nosis and monitoring of therapeutic effect and
prognosis of esophageal cancer.
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1.1 DNAW &g #E4A DNAF AL R4
REDNAH R FFZEF(DNA methyltransferase,
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91 £ 8 A R IR P Bip 76 35 R R Ak (2481
NIREALSE, 1260 AP, 1645 &3 K 4
HILFHTTHEE R H A QBN RALE, 14400 7%
e PR ); TS 10 JEA I S IR i 1 s A
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5.3 BRJEHF 45 15 8. P 5 B (adenomatosis polyposis
coli, APC) 3 B APCHEF R PE NI 46 11 2.
R 1) TR A, A6 T e 4 5q21. APCE H 5B
IR A (B-catenin)(— P e K 1)L R G4,
FHB-cateninfEfE. WIRAPCEFFTIL R,
2 i B3 B-catenind £, 5] MANIE T RKIX,
SR A LSy T E B AR,
AN & AR A FRRE DT 1820 & e SR
FHIRFAPCIAB)TIX5'-CpG &y I F AL L
HEAT THSIN, 45 RAE 1820 B R hAPCI
)1 X 5'-CpG i i H AL % 954.40%(99/182),
A N8 55 4 23 P 1) B R 4E R 0N 9.90%(18/182),
Z BB G iR X (P<0.05). APCRET X
5'-CpG iy A A Stk L 5 e 7 . e iz Ak
R WK EA RTE AR, 256400
2R OUP = 0.000). HIKR KL RIER, APCIE D)
FIX5'-CpG &y AL 8 i 8 5 1 AR A7 A
K(P<0.05). CoxZ R R HTHen, APCIEBNT
[X5'-CpG & H 24k /2 Al 37 1 7l 5 1R 25 (P<0.05).
Hoffmanns % 5941 £ & i B 3 (L b i35
i, 240 ARET. RS MK HDAPK . APC
JE Bl 1) R AR AT R, R B T I
i EBDAPK . APCJA )T W B4 WA A I A
BT S G A o E B e R R U R e AR R
JE AR, Hd iR APCH AL AT BE1E N
AR S 0 e 2 1 B R R B AR . H T
ZWF T LABACH E, HEp MR — B sk
EIIE.

5.4 RAS#A % K 3% ¥ 7% 1 A(ras-association domain
family 1A, RASSFIA).H RASSFIAXER LT
3p21.3, & — P 0 e L N % R R
LR K RasfE 555, AME . JRR %
S MHARYE TR T, H BARE L A S
LiER. BREECVNHAMSP AN BEE S
R X 304 f 8 g RR I LR L iR 2H R
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52 E W AT RASSFIASE K W IEAL K i 47
T, 45 RRASSFIAFERTE & e 4L 4 rh [ F
FEA R NA0%(12/30), 7E 1245198 2 23 FE 4L FH
VER R, B 76K B B, RS
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RE 2 i N BF O 2 ) B e o FAr iz —.
RASSFIAREN ] e /& 88 R AE 1Y) 51 S B
A, T HRASSFIA R H 54k SESCCHE# (1) il
Je AR,
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MIE . CCAAT/HE 9 T 456 E A B(C/EBPB)
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W ARG M ASL CSASIE Y H AL Z 43
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