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Abstract

AIM: To compare the difference in gene expres-
sion profiles between ulcerative colitis and
Crohn's disease to provide a theoretical basis for
further understanding of their pathogenesis and
clinical treatment of choice.

METHODS: Intestinal epithelial cells from pa-
tients with Crohn's disease, those with ulcerative
colitis and healthy volunteers were subjected
to microarray analysis to obtain their gene ex-
pression profiles. Linear regression model was
built using the Limma package to compare
differences in gene expression between differ-
ent groups. Gene Ontology (GO) analysis was
performed to predict gene function, and cluster
Profiler was used to conduct enrichment analy-
sis of gene clusters. KEGG pathway analysis was
performed to obtain the similarities and differ-
ences in pathways between Crohn's disease and
ulcerative colitis.
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RESULTS: Differential gene expression profiles
were obtained between ulcerative colitis, Crohn's
disease and normal controls by microarray analy-
sis. GO analysis showed that ulcerative colitis
and Crohn's disease had significant differences in
gene expression. KEGG pathway analysis indicat-
ed that ulcerative colitis and Crohn's disease had
significant differences in cell adhesion molecules
(CAMs), ECM-receptor interaction, B cell receptor
signaling pathway, and cytokine-cytokine recep-
tor interaction.

CONCLUSION: There are thousands of dif-
ferentially expressed genes between ulcerative
colitis and Crohn's disease. The two diseases
have significant differences in intracellular path-
ways, particularly metabolism, and differential
metabolites may be used to distinguish the two
diseases.

© 2014 Baishideng Publishing Group Inc. All rights
reserved.
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