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Abstract

Long non-coding RNAs (IncRNAs) are a group
of RNA molecules which are longer than 200
nucleotides. They do not contain functional
open reading frames and can not encode pro-
teins. A large number of transcribed IncRNAs
in the genome are becoming the new hot spot
in cancer research after microRNA due to their
carcinogenic and tumor suppressor properties.
Recently, several studies indicated that IncRNAs
participate in epigenetic modification and play
an important role in gene expression regulation.
LncRNAs were related to gastric carcinoma de-
velopment, invasion and metastasis. Further re-
search on the relationship between IncRNAs and
gastric carcinoma may provide new strategies
for gastric carcinoma prevention, diagnosis and
treatment. This article reviews the latest studies
on IncRNAs in gastric carcinoma.
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W/ RCCATI/E B AL P RIA S Hw  EA M I/EH AR, SUMO FIHIAH MY (14
JUR RGN WG . AR AOE.  RALS SR RS TR R A B AR, 1
WARSI AR I s, TR G R St WIRWE A IhRE, k. DNABKE ., R
VOB ARESAECCATI R E) TIX 5K, o-MycHl  B6ia. Yot fh sy B K Yy to AR i 45 5 1 % 14 T
E-box(enhancer-box) AR FAE FHMGTCCATI Bl /E ™. B & DUBOK B 2 (1 R i A1 ¢
Rk, AR B RCCATIMRIES B NEAHAZAAESUMO-1EH. SUMO1P3(small
2 H 1) B RE AN 7S 25 ) A ok ubiquitin-like modifier] pseudogene 3) IncRNA &
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SIMEG3FE R D BE MR 58 A0 28, Fraliext 3.7 BM742401 Park%:“F FIRNA 51 A X} L
MEG35ER it 1 incRNA-MEG37E B2 a1 FR4LSURNIEH B AP linc RN AR E S,
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