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Abstract
AIM: To investigate small interfering RNA

(siRNA)-mediated silencing of fork head box
protein C1 (FOXCI) gene on the proliferation

WCJD | www.wjgnet.com 1712

human pancreatic cancer Capan-2 and PANC-1
cells and to explore the possible underlying
mechanisms.

METHODS: Quantitative real-time reverse
transcription-polymerase chain reaction (qRT-
PCR) was used to examine the expression
of FOXC1 mRNA in pancreatic cancer cell
lines and primary carcinoma tissues from
human patients. The human pancreatic
cancer cells were divided into two groups: an
FOXC1 siRNA group (experimental group)
and an NC siRNA group (negative control
group). qRT-PCR and Western blot were
used to detect FOXC1 mRNA and protein
expression in pancreatic cancer cells and to
determine proliferation rate after transfection
with 5-ethynyl-2’-deoxyuridine (EdU). Flow
cytometry was used to examine cell cycle
distribution. Western blot analysis was used
to detect the expression of cell cycle related
proteins P21, P53, and Cyclin D1.

RESULTS: FOXC1 mRNA expression in
pancreatic cancer cells and pancreatic cancer
tissues were significantly higher than in normal
epithelial cells and matched tumor adjacent
pancreatic tissue, respectively (P < 0.05).
qRT-PCR and Western blot analysis showed
that FOXC1 siRNA effectively silenced the
transcription and expression of FOXC1 in
pancreatic cancer cells. EAU cell proliferation
experiments showed that compared with the
control group, silencing FOXCI gene expression
in pancreatic cancer cells significantly decreased
cell proliferation (P < 0.05). FCM results showed
that compared with the control group, FOXC1
silencing arrested the tumor cells in G,/ G,
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phase (P < 0.05). Western blot analysis showed
that compared with the control group, Cyclin
D1 expression was significantly decreased
(P < 0.05), while P21 and P53 expression was
unchanged.

CONCLUSION: FOXC1 siRNA can effectively
silence the FOXCI gene expression in human
pancreatic cancer Capan-2 PANC-1 cells.
FOXC1 silencing inhibits pancreatic cancer
cell proliferation and arrests cell cycle in
Go/ G, phase, suggesting that FOXC1 alters
cell proliferation possibly by regulation of
the cell cycle through, in part, regulating the
expression of Cyclin D1.

© 2015 Baishideng Publishing Group Inc. All rights
reserved.
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