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Abstract

Inflammatory bowel disease (IBD), including
ulcerative colitis (UC) and Crohn’s disease
(CD), is a chronic non-specific inflammatory
disorder of the gastrointestinal tract. The
etiology and pathogenesis of IBD are still not
entirely understood today and are thought to
be caused by the interaction of multiple factors,
including environmental, genetic, infectious
and immune factors. The lack of typical clinical
features also leads to a difficult diagnosis of
IBD. In recent years, metabonomics is becoming
a very important way to find biomarkers
and investigate disease mechanisms. In this

2084

paper we review the main technologies of
metabonomics and their present application in
IBD.
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TG TT 3R e i), (H ke A AN B S i A
TR IBD ™ Kk, X TIBDH A
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AT DA Bl T 58 G B 43 b AR AR R A G ]
AR SOGHARIZE 2 HH AR e s A T BN, R
LRI M ATIBD QU 4L BT Fe b .

1 KBS RAREMNR
OB I BORF & B L R (nuclear
magnetic resonance, NMR)F1Jii il (mass
spectrometry, MS). NMRZ/R 41 2 5 & W
(o AR FCuk i & ('H-NMR). Bk
W (PC-NMR) K B 1% C'P-NMR), 5 WL 2
"H-NMR. NMRA] TR HEURERRITE A
IR AR AT AR B AT B, A B R
JEEPENE, (HBUBMR. A m s e,

I RhE WL AR H 22 A T H R 2 MS.
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HL S 55 46 4 L B R R 19 HE B, MESTE FH I ik ok
22 b N AR A 2 B BT T, Bk U
B FH(GC-MS. GC-QTOF-MS-MS), 5 ¢ H
(LC-MS. UPLC-MS. UPLC-MS-MS), Hiik-
J53 B 1k (CE-MS) 4 B9 144 51 1 (ICP-MS) &
R BART P B AR BARBRAK T 40 s,
EAR e 1 o Hr REUE DL 9, JE AT
RS2 AR AE I . T HL2E T B (0 20 pr R
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7B A 43 B (principal components
analysis, PCA). FEZLEML S (nonlinear
mapping, NLM). #3543 #T(hierarchical cluster
analysis, HCA)%Z4E 5 B (un-supervised) 7%
FISIMCAC(soft independent modeling of class
analogy). PLS-DA(PLS discriminant analysis)+
ANN(artificialneural network)%H i &

(supervised) /777,
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