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Abstract

AIM: To investigate the expression of epithelial
cell transforming sequence 2 (ECT2) in gastric
cancer (GC) and to analyze its correlation with
clinicopathological characteristics.

METHODS: Immunohistochemistry (IHC) and
RT-PCR were used to examine the expression
of ECT2 protein and mRNA in GC tissues and
paired adjacent normal tissues. The correlation
between ECT2 expression and clinicopathological
characteristics was then analyzed.
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RESULTS: In comparison with adjacent normal
tissues (36.0%), the expression of ECT2 protein
in GC tissues (76.0%) was significantly higher
(P < 0.01), and the expression of ECT2 mRNA
in GC tissues was also significantly higher in
GC tissues than in adjacent normal tissues. The
expression of ECT2 protein and mRNA was
related to histologic differentiation, TNM stage
and lymph node metastasis in GC (P < 0.05),
but not to gender, age or tumor size (P > 0.05).

CONCLUSION: Both ECT2 protein and mRNA
are overexpressed in GC, and ECT2 expression
correlates with the histologic differentiation,
TNM stage and lymph node metastasis in GC.
ECT2 may play an important role during GC
progression, and may serve as a good factor to
indicate biologic behavior of GC.

© 2015 Baishideng Publishing Group Inc. All rights
reserved.
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Fik: R A RRMBAFES-PRAFHEZR
A4k B (RT-PCR) & #5045 § I8 & %
09 5 20 LR BOAR L0 % 57 LR (BE SR AR D
>5 cm) P ECT2% & ZmRNA £ ik 1 L.

SR FRASAFERI T, BRASR T
ECT2% & Mt £ ik £(76.0%) 2% & T %
20.2%(36.0%)(P<0.01); RT-PCR% £ 2=, JH4
22 PECT2 mRNA KA K-F 2353 T 54148
(P<0.05). ECT2% & ZmRNA . A3 5 § J& 69
SACAZE . TNMO-HEH B4 5645 E bnAa &
(P<0.05), 5 B hears, S8, HBAAL
P BABX(P>0.05); B R PECT2E & ki
5 mRNA A Z 7] 2 2 % EA % (P<0.01).

2518 ECT2% & ZmRNAZ § 2081 P34 2
ik, BE §RaamE., TNMS 2% %
BaHSE SR L, ECT2ER BO L AL
BT BAER, TOUMEH R B BmAN T
AT Hy 04 1 SRS AR.
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S-PyE J it i 5 TR G B [ Vi (reverse transcript-
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1 #RIASEA

1.1 A AT 5095 191 2 B 2 0 I 2 B B I
B [ 7 4 RE2014-04/2014-09 1 F- AR bR A, 504
B B R 34, k166, Fi#425-80%,
FIAFRE60%5 . 2235 K1 504135 4 . TNM
SHA(UICC, 2010): T HA116. TT3H12%0, TI0
W27, 43R BIAR G B LR RS, A 40
KT VIR G2/ R ECH, 43 3 B 41 2R A0
P 55 AL 2R, A 2R B B [ b e v e R SR A
7, J 55 HEVIE FEP BN 25 cmbl b FrA
SRS, oA F 4% RS TS 8, A
WAL, ] LA wm 5 4 S ) %
;59— B AR 5 -80 CUKFELRAE. BT
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Il PRI HEL B8R 41 58 8. EC T2 SR N £ e & 3t
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P LU F R & (SPVE, T H AL 2 &t 4
MEARBIRA ), IRAGFIDABRA E(WH L
RS AEMEARA A F]); RNAFRIGA
F(TRIzol)(M4 H 3£ H Invitrogen’/A 7]); RT-PCR
5 E R B OW B A RARAE R A R A
#]); 2X Taq PCR Master Mix(JlJ H b5 RARAE
R A RA ).

1.2 7%

1.2.1 &R EALFS-PiRM: Jra HBbRA
N R E A, 4 pm BV, M
IKAJG SR FH =30 35 5 58 4 24K 521 (S-Pi ) AR
MECT2HE HREIKT. #BAEPRNT: 78
MR L A EB E, 3%H,0, S HINE, R
R IRIRYE, N SOMRRIECT2 Rt A
ZEDUE, 4 CUKFEI B Id R, DABR (1, 75
KREX LG, BHEMBAK. B HA, TR
W WSS T IR . DUBEIR 5 22 P i
BAR—PUIE B X R, BH 25 5458 ECT2
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1 ECT2EBEEREARARESALADHIZRIASP x 400). A: FE414 B: 37 H4 §5soRrvk4min. ECT2: TR40i8

RIE512.

R 1 p-actinRECT2S | MFIIRKE

S|¥I2R E5I(5'-3) P E (bp)
ECTZ 5814 GCCTTGCTTGTGAGGCCACCAA 326
53 1#): TCCACTGAGCCGTGGGATGTCA
B-actin 3353 1#): GCCTTGCTTGTGAGGCCACCAA 285
53 1#): TCCACTGAGCCGTGGGATGTCA
ECT2: RPN,
GRS E BTGS2 A ) AR SRS S, Fr L AR DL ARt R 2 5 285 bp

My €8 R BURR B LR, 9 4 Sk A5 48
55 AR IE R SCRRARAN Y, S BE M At
S it B B oy e vk o 5 s e B T 43 (1 ofe
L PR CL A PR A3 BT 2 <5%9047,
5%-25%A14F, 26%-50%N24%, 51%-75% N3
75, 76%-100%~457. JEsREit 7 TGN
077, AR (A1), BRI 207, KRt A3
gy, PO R 0-15 NHIYE(-), 2-45 55
FHE(14), 5-873 M(2+4), 9-1243 H(3+), (2+-3+)
N BE . B R 55 BE e S IR A, B
e BA M s R P I I

1.2.2 RNA#RIRAZRT-PCR#EMmRNA: K
TRIzo L7 4% fE 1 B F A E S EUH LSRN A,
BHMP LTI RTI HVRFE . AliFE. HUSARNA
2 pg, $4 R0 SR Ul B R A R —
cDNA. W& [R5 ¥IB-actin KECT25| ¥t -
T AEMEEARGR AT G, 519575 KR
(F1). PCRY MG 564 &KFH25 uL, 2 X Tag PCR
MasterMix 12.5 puL, EFF#5143(10 pmol/L) %
1.0 uL, BiticDNA 1 pL, TEA%EEK9.5 ul, 94 C
FAEPES min, SRJEHEAT30MEIRH: 94 °C 30 s,
58 °C 30 s, 72 °C 1 min. 72 ‘CEEfH X N5 min.
2%BR IR EERE I FK, AL B, BAMT T
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AL B2, RIS 326 bpAb H B 4% # Bl AT ) b
ZARAECT2 mRNAZRILBHPE; {1285 bphb HiTH
S5 I I W NECT2 mRNAZEIA B 1.

Yiit b8 S5 HISPSS16.08 kT 4t
. A ECR Fl Pearson o K6 Bk Fisher
TUINEZR %, A IR 8 e Ascis PR 56, i
KHmean+ SEFRIR; XM RHIESHL
Spearman“ 5 HIZKE K. P<0.05 N2 FA Giit2#

2 #R
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m TS, WAL ZE A Gt ()
= 16.234, P<0.01). ECT27E B L FHPEAS
FROUNAFFE CIIRL, S AP P 2
FiRE (&),
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xR 2 BEPINEERESEERKRERRNX

(%)

ECT2ZEBR®A
BRRERR 7 mpmx EERs
(el 0.551
2 34  25(73.5) 9(26.5)
L% 16 13(81.2) 3(18.8)
FH() 0.508
<60 256 18(72.0) 7(28.0)
>60 25 20(80.0) 5(20.0)
AP ER(em) 0.160
<5 31 21(67.7)  10(32.3)
=5 19 17(89.5) 2(10.5)
PRDRE 0.030
IS 13 7(53.8) 6(46.2)
KENDL 37 31(83.8) 6(16.2)
TNMDHE 0.001
1/1158 23 12(52.2) 11(47.8)
IIHA 27  26(96.3) 1(3.7)
ISR 0.030
7c 13 6(46.2) 7(53.8)
=) 37  32(86.5) 5(13.5)

ECT2: ERRYBiREEISI2.

TCHEAR DG, ZRTEGT 4 X (P>0.05)(FR2).

2.3 BB F ML RS F AL PECT2 mRNA
o fA BB EEALUHPECT2 mRNARIA R
FE TSR, Hrb354(70.0%) AL B
ECT2 mRNAFFRPE; 50615 552404, 20
111(40.0%) AT WA S 5%, HLR300155 KR WL 2%
i BE ZERA G ER () = 9.091, P<0.05).
B i 4 2 AR B (19 55 ZH 2P EC T2/B-actin
BRI RR XS 2K FEE LEAE 2 391 M 1.475+0.047 0.467 +
0.034, 2 A Giit 5 5 L (P<0.05)(E2).

2.4 ECT2 mRNA& LS B &6 Ak 22 B Z 69
* 7 BHEHLAT, ECT2 mRNAZKIE 587>
AERERE . TNMZ HH Stk B2 45 4% B A0 G, 2%
BB YR L (P<0.01), 15 HE RS
RS MR EATCI AR, ZRIESITER
X (P>0.05)(#3).

2.5 BRMALPECT2H G 5mRNAK A
MEABS>H BRAHPTECT2EARIEY
ECT2 mRNAFRIE R EE FEMX@E = 0.654,
P<0.01)(%4).

3 e
ECT2H: F-HMikiZ:M7E — R i /N RNTH/
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400
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200
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400
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200

B-actin
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ECT2 mRNAFHRFAE @

0.0

NT T

2 RT-PCREGMECT2HIMRNATRIA. A: Fifiskigeic
PkEESL. B: ECT2 mRNAFINZEHAE. 'P<0.05 vs FRZHZ.
NT: 22, T: B4 ECT2: et b51)2.

T34 REWS 2 57 SR AL cDN AR = 4b
RIL, BA SRR, €T A
Pt 43926, Jaht HH 883/ I TR A4 i 1) £
Jit, HorFEZ0104 kDa. i [#1CH & DH(DbI
homology)MIPH(pleckstrin homology)#i /™45
P 3, PH S AL 380 B A A3 1 1R T 45 4
1R, D HES O AT Th BE I S5 R R N
Ui — N ZIEBRCTEE M3, 3= 225 41 o J&] 1
B R MIDNATEE A K ECT22
— b S R R A 25 A K 7 (Rho guanine
nucleotide exchange factors, Rho GEFs), fg 1L
4 GRS GD PR I EGTPXT GD P #
e, TGS A MG 5 5 3@ B R asHH A
GTPf#(Rho GTPases)""**, Rho GTPases ] il i
S TR AR 5 o 2 O A R AR
K. 22, HBESA TP
SamuelZE ™ H FHRT-P CR ¥ A I % H
ECT2 mRNATE iR i 20 [0 5 5% Je i 5 Rt
LN mRIE. Chen®5 B 5L K LECT24E A
TEFHE A R A Sy 2 w3k, R/
ERNAGFRECT2)G, HHEAIIITR . 238
e JB R P&, Cheng®5 " K BIECT2 mRNAZE
PREE i IR Rk, Kaplan-MeiersHT &R
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ECT2 mRNARIA L B3 WA A7 ] 2 5 ¢
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il i SR L2 rh, ECT2R PH R IA N
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EIMA. FE, FATRHRT-PCRIEX 5041 &
BE AR RAR L 55 42U ECT2 mRNA
BEAT RN, UESEAE B AL HECT2 mRNA
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A HECT2HE H#R1A SECT2 mRNAKIA
2EFIEMASC. Ik nT LU EC T2 AN AE#
SRR, T AR SR G K 2R IE B,
ECT20] LMER B — A Thr s

AW RIE SR, ECT2E A SmRNAK X
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