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Abstract

Pancreatic cancer is one of the most aggressive
malignances with a dismal survival rate.
Recent studies have shown that dysregulated
expression of long noncoding RNAs (IncRNAs)
is closely associated with pancreatic cancer.
IncRNAs are RNA molecules that are
longer than 200 nt and lack an open reading
frame. They regulate gene expression at
the epigenetic, transcriptional and post-
transcriptional levels and play important
roles in proliferation, apoptosis, invasiveness
and metastasis of tumor cells. This review
focuses on the dysregulated expression
and mechanism of IncRNAs in pancreatic
cancer, in order to provide new clues to
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the diagnosis and treatment of pancreatic
carcinoma.
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