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Abstract

AIM: To explore the association between IL-8
-251A/T and IL-10 -1082A /G polymorphisms
and susceptibility to colorectal cancer (CRC) in
the population in Shaanxi, China.

1184

METHODS: A case-control study was
performed to compare the distribution of
genetic frequencies and genotype of IL-8
-251A/T and IL-10 -1082A /G among colorectal
cancer patients (n = 102) and control healthy
individuals (n = 105) using allele specific PCR
(AS-PCR). The relationship between IL-8
-251A/T and IL-10 -1082A/G polymorphisms
and susceptibility to colorectal cancer was
explored.

RESULTS: There was a significant
difference in the distribution of genotype of
IL-8 -251A/T between the healthy control
group and CRC group (x” = 8.278, P = 0.016).
The genetic frequency of IL-8 -251A allele
in CRC was 0.54 (111/204), which was
significantly higher than that of the controls
(0.43, 91/210) (y* = 5.083; P = 0.024). The
subjects carrying AA genotype were more
likely to suffer from CRC (OR = 3.84, 95%Cl:
1.44-10.23). Stratified analysis suggested that
the association between the AA genotype of
IL-8 -251A/T and the risk of CRC was more
profound in subjects less than 55 years old
and smokers. However, no difference was
discovered in the distribution of genotype
of IL-10 -1082A /G between the CRC group
and healthy control group (3> = 1.808, P =
0.405).

CONCLUSION: The IL-8 -251AA genotype
may be a risk factor of CRC in the population
in Shaanxi, and people with A allele may be
more likely to suffer from CRC, especially in
those less than 55 years old and smokers. No
correlation is found between IL-10 -1082A/G
polymorphism and the risk of CRC.
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R 1 1-8, IL-10ERBEHNIRS MESIRY 1BH BRA/N

R S|¥IE5l 1B R\ bp)
IL-8 -251A/T F: (A) CCACAATTTGGTGAATTATCAAT 336

F: (T) CCACAATTTGGTGAATTATCAAA

R: (common) TGCCCCTTCACTCTGTTAAC
IL-10 -1082A/G F: (A) ACTACTAAGGCTTCTTTGGGAA 258

F: (G) CTACTAAGGCTTCTTTGGGAG
R: (common) CAGTGCCAACTGAGAATTTGG

® 2 ARIASNREN—MRERLER 1)

IEBRZER RBIE  NRE o E PiE
0.441  0.506
61 58
a1 47
() 1.881  0.170
<55 38 49
> 55 64 56
2556  0.110
8 3
94 102
3.153  0.076
21 33
81 72
1559  0.212
29 22
73 83
a7 0
55 0

=554 564, Fividkf i 4 Joxt B2 2 9ok E Bk
PUPE 2T I AT B RN B SR Bk
TR ORGP iR SR SR SR AT ) A T A
FUS AR Tk DN AS B & B B R
AR AL F R A F]; 519 H L#ESangon
Biotech &> A BR A & fik; Taphif B K% Takara
o F AR 125 bp marker H 3¢ [E Takara A 7.
1.2

1.2.1 DNA AR
KRS, REFIKIM2 mLTEDTAHUAE
B0 IS S EF R R4 A 300 uL
N LA MR, TR 2172 %3 mindss il 2140 i,
B030 sUTVE HA ML, I\ 2 it 2 A s 4%
TIANGEN A %t B F5 12 ENDNA.

1.2.2 PCR : RSR[50 5]
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Y)(F1). IL-8 -251A/T. IL-10 -1082A/GY14:
25 uLf& %&: ddH,0 8.5 pL, Tapf§12.5 L, =T
W51 904%50.5 pL, DNAFREGH3 L. ¥ G
ZH: 94 "CHIAEME4 min, 94 °C 30 s, 55 °C 30
s(IL-8 -251A/T), 58 C 30 s(IL-10 -1082A/G),
72 °C 45 s, fHIR35IK, 72 ‘CLEMT min. BEIK
PCRA™ 34 35 e ST B 4 % HEE.
1.2.3 AR E R SR SRy 1Y
HORE R B, 8 R AR AR IR SRR R A
ANFEAR RIS 2 P 510 (NP CRYT 1A 5) 3™
Wt e LAY, PCRIPIIZE1.5% B IE b e I H
VKA B, O T 3R A A S-PCRAT I Z AN
LR HHERAPE, BENLEAERICL0% IIREA,
HE 2R UL AS-PCRA AT S .
FASPSS17.050 i H ALk AT
Giit oM, SRy A B0 AT 25 FE IR AR % (1 4
i % S A, PAHE G (odds ratio, OR) £ 95%
7] {5 [X [f] (confidence interval, CI)Z& 7~ HH X & [6;
FE, PLP<0.05 M2 A Fiit = L.

2 BR
2.1 =N 7]
A BT FR AR ) SRS . WO S . AR
SRR RAT IV, eSS
TH# R LU(P>0.05)(3R2).
2.2 IL-8 -251A/T
FEA Sy 2 AFIT 51 40047 38 J5 1 BH 4 25 SR
336 bp; (XA GI DX 1 BONAATY,
9 WAHRL I BEOA AT, AT 5006t 4 14 1)
FrECNTTAL TL-8 -251A/TA7 35 R AL ) s ik
ZER ().
2.3 IL-10 -1082A/G

FEA I 22 ARG 51 st 47 38 Ji= (R BH 2 25 SR
/9258 bp; A WA G| Vx4 S8 1 BOAAASY,
I WAL A B AGES, A LG H %t 4 8 1)

2015-03-08 | Volume 23 | Issue 7 |



IL-8 IL-10

& 3 1L-8 251 A/TRRBFFMERIREND

HER# n SR XiEH R OR(95%C) PE
AA 24 0.24 10 0.09  3.84(1.44-10.23) 0.007
AT 63 0.62 71 0.68 2.7(1.20-6.09)  0.016
TT 15 0.14 24 0.23 Ref
Allele A 111 0.54 91 0.43  1.56(1.059-2.300) 0.024
Allele T 93 0.46 119 0.57 Ref

Ref:

& 4 DEHIIL-8 —251A/TERBNZEEBRIRRND

IL-8 —251A/T
B A N — PE OR(95%Cl)
c 7 )
15/6  40/42  6/10 0.089
9/4 2329 914 0191
( ) 5.304(1.842-15.273)
<55 18/7 16/33  4/9  0.003
> 55 6/3 47/38 11/15 0.360
0.120
10 39 6
14 24 9
( 1 ) 3.938(0.911-17.014)
9/4 814 415 0.003
15/6 55/57 11/9  0.546
c 7 )
12/4 10/8  7/10  0.145
12/6 53/63 8/14 0.144

FrBONGGHL; TL-10 -1082A/GA #2535 PR 784 )
TKER(K2).
2.4 1L-8 -251A/T

45 e A IR ZHIL-8 -25 1A/ THI A
T8 07 2 DR R 40 A7 &5 SR AN 3. Gy K0 06
I S 4 A8 ik R Y 4 A1 AR 4 Aoy 6 DR A o )
2 53 BAT G2 L (y” = 8.278, P = 0.016
Fily? = 5.083, P = 0.024). 5320 Eos: 45
AZEAT IR A <55 % BRI AN, AR T
U =55% B AR B ) ik R A B R (P =
0.003)(#4).
2.5 IL-10 -1082A/G

45 H i LRI R ZHIL-10 -1082A/G

{14 Jik [R] 7Y T 45 Ao Bk DR A e o3 AT 45 SR Nk 5. &
o G 56 1T S 7 2 3 DR T8 4 A 145 £ 56 TR 4
R ER TG B (" = 1.808, P =
0.405).
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1 AS-PCRIEYIBIL-8 —251A/THI mBVEREL.
A ,2 46 8 10 12 T )1-478:
TT 9 10: A AA 11,12

bp 9 10

258

2 AS-PCREHZIL-10 -1082A/GRIsHIERIEL.
A ,2 46 8 10 12 G )12 G

AG ;7-10: A AA 11,12

& 5 IL-10 -1082A/GER BN FMERMEND

11 12 M bp

L
——
pe—
—
—

. 3/5
. 250

AT 1 357 9 11
AT ;5,6 T

; M: 125 bp Marker. AS-PCR: PCR.

11 12

A G @357 9 11
GG ; 3-6:

; M: 125 bp Marker. AS-PCR: PCR.

ERE TR ) LS XHIRE ) LS PiE
AA 26 0.25 20 0.19 0.405
AG 66 0.65 77 0.73

GG 10 0.10 8 0.08

Allele A 118 0.58 117 0.56 0.692
Allele G 86 0.42 93 0.44

rs4073), WFFCIESL-25 | AZE A0 3 [R] iR A7 A £ 48
INIL-8M I & &, 52 F R (E R, 8
Fe . BP9 FLARIE . ROZUARE . i) Ik
A A SE, (B E AR5 T AT A5 5 4 L i 9 A
KMERIARIEEN D L. B 4 F Walczak S5
5¢ T IL-8 -251T/A. IL-13 -1112C/THH £ &
M5 g EVE R . 45 B R A e, gk
REIRIL-8 -251T/AZE R R AEM K5
PRE MW7 I 4 BT AR 2%, [Fl4E, Mustapha
SV FE T ok PN R IL-8 -251T/AJE A
AN S EEIIMRE, &REY, 48
W, AAJERI Y B B &, -251A A4S
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T H A BE 45 B R K A% (OR = 3.6),
[F) B I 52 A 55 67 56 B 5 48 1 W s 1 s A %
(OR = 1.32); TEARHWFFH, ARG B e
YHHTL-8 -251A AJE R TR Jx A% o7 55 [ 1 AT 4
B i T R ZH.(24/111 vs 10/91), H#EHFIL-8
S25TA AR R ASEAL LR 5 T 5y R S5 B
JE(OR = 3.84, 95%CI: 1.44-10.23; OR = 1.56,
95%C1: 1.059-2.300), ASZ6 45 B 5 X 9 AL A
T B 0 45 SR A — 5. 72 R0 7 b A3
=BT TG R A R AT T NS 4
B AR e, R BoR g H I A, &
W <55 35 A AR R AL i T 408 =55
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% (18 vs 6), #ar AAFERI R AR IL<55% &
FHXF TR RS =552 3, 45 E e 16 R 0% KU
HAN(OR = 5.304, 95%CI: 1.842-15.273). iE4E
Sk, WE T R PR 4 B R e R SR RBE T
RIYKIIH, T H R AL, AT
BERHEL R 3R E 45 EL W AL R AR R 58 %,
EU IR 56 25 [R5 $2 Al 12-184E, AW 7T R Bl<55%
(45 A ABE DR Y BRI T 0 B By R AR 4 B
Y, 1X W] Re TR X AR, N RARE T R
R IR SUBAHOC. HANEE R 2 R &
P, AN RAEE 7 2CRT 30 25 B R R0 X
W, 22 HOE 78I\ WO R &5 B W R ) T
BN E, HRBHE L5, oF 7" R IR IH
A B I e e A, Rk I R AR S LR
BB R RIE, AR5 R IR AR
NHE, #57 A AL R B (B S0 R 5 R AR
45 H 7 (OR = 3.938, 95%CI: 0.911-17.014),
F BN S 5 LU BAE A, SERG N T 4
L e 1R R AR

WangZ " F FiMetasr #7041 T1L-8
251 T/AZE R 2 35V 5 Re I AH G i, 4558 %
INASEA BRI E H S B B LR
S () R AR G, 5 AT A e B R AE %, TS
45 E e S iiee 2 [ oA DGt H TS T IL-8
25 1TA/TH R Z 2851 5 45 B e A AT A7
FESL, IX ] RE 5 5 TS AR B 70 B ade N Fh Bop:
A2 AR

IL-102"2& —Fh Z ThRERI AN A 7, fh B A
G P2 J ) B B L AR B AR . S AiBIL- 10/
BT NPk 1931-1932, BHESMNE
T RANWETF. AR RIL-10F:FH FAFAEZ
AN ZAPESL R, Hop i EE N2 A B T X

XIS I FRAF AT FZIMIL-10 mRN AR
T S IL- 10/ Rk . ¥V 2 050 R ILIL-10
JA B F X AISNP5 MR 1 R A R EAE R,
TsilidisZP " WHF A TIL-108 RN 2 BS54 H
Fopgd RS I, BF 9T R BN, TIL-10 -1082A/GHE A
AWM ESEEAAER, &GENERE T &
A B2 TL-10, AT AR SS B W 0k AR 2
BuradaZ& ™ WE 58 & ILIL-10 -1082A>GHE K £ 75
Ve 545 E A, AGHN AL B E kA 45 H
g I HLZRAR(OR = 0.63, 95%CT: 0.40-0.98),
MitevaZe P k55 R IIL-10 -1082A/G 545

Jigess 1A Bk FEE AHL O, HEWS T BT 4 L e AR
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