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Abstract
Recurrent aphthous ulcer (RAU) is the most
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common oral mucosal disease with complex
etiology. Since its pathogenesis is still not
completely clear, specific clinical treatment is
lacking. With the continuous development of
oral micro-ecology, oral microbial population
imbalance as an important pathogenesis of RAU
is gradually recognized. At present, the research
of oral flora imbalance has made some progress,
but as the largest member of the oral microbial
community, the research of the virome is still
under development. In recent years, the rapid
development of macro virus genome science
and high throughput sequencing technology
has led to a breakthrough in oral virome.
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