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Abstract

In the human genome, there are a large number
of non-coding RNAs (ncRNAs). These ncRNAs
have attracted considerable attention in recent
years. Large intergenic ncRNA-regulator of
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reprogramming (lincRNA-ROR), a newly
identified lincRNA, was initially found to
regulate the process of reprogramming. Studies
have indicated that lincRNA-ROR has an
important role in induced pluripotent stem cells
(iPSCs), DNA damage, and oxidative stress.
Besides, it has been shown to be dysregulated
in many types of cancer, including breast cancer
and hepatocellular carcinoma. ROR functions
as a regulatory molecule in a wide variety of
biological processes. However, its mechanism
of action remains unclear. In this review,
we will focus on the research background,
functions, and characteristics of ROR, as well as
its regulatory mechanisms and its association
with cancers.

© 2016 Baishideng Publishing Group Inc. All rights
reserved.
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