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Abstract

5-methylcytosine (5-mc) has been recognized
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as an important epigenetic modification in
mammalian genomic DNA. Studies have
revealed that TET (ten-eleven translocation)
protein family could catalyze the conversion of
5-mc into 5-hydroxyme-thylcytosine (5-hmc),
which is now widely recognized as the sixth
base in the genome. Recent reports showed
that the level of 5-hmc was decreased in
digestive system tumors, indicating that 5-hmc
may be a useful epigenetic biomarker for the
early diagnosis of gastrointestinal tumors. To
better understand the roles of TET and 5-hmc,
this article will elucidate the function of TET
protein and the connections between 5-hmc
and digestive system tumors.

© 2016 Baishideng Publishing Group Inc. All rights
reserved.
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