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Abstract

Inflammatory bowel disease (IBD) is a chronic,
non-specific inflammatory disease which
mainly comprises Crohn's disease (CD) and
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ulcerative colitis (UC). Their etiologies and
pathogenesis are still unclear. The role of
gut microbiota in IBD has been gradually
recognized in recent years. Two specific
microorganisms (Mycobacterium avium
subspecies paratuberculosis and Escherichia coli)
were more widely studied. The microbiota
also provides new therapeutic methods. Fecal
microbiota transplantation (FMT) may restore
the balance of intestinal flora to supplement or
optimize current therapies. This article reviews
the role and application of intestinal microbiota
and FMT in IBD.
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